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1. Sequencing ¥ Quality control
Non-
Sample-id Input  Filtered Denoised Merged
chimeric
Live ¥ 107,945 62,360 62,324 62,017 23,191
Death &gt 109,596 66,566 66,355 65,253 10,118
Live Xl 96,768 53,576 53,555 53,424 23,643
Death_ %0t 98,536 61,376 61,121 59,158 13,243
Live 2}d 111,412 66,787 66,734 66,431 11,042
Death_2}/d 112,947 74,506 74,265 72,514 16,259
STt 637,204 385,171 384,354 378,797 97,496
Ha 106,200.7 64,195.17 64,059 63,132.83 16,249.33
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